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Date of Deposit September 25, 2001 

I hereby certify that the following attached paper(s) and/or fee is being deposited with the United 
States Postal Service "Express Mail Post Office to Addressee" service under 37 C.F.R. §1 .10 on the date 
indicated above and is addressed to the Commissioner for Patents, Washington, D.C. 20231 Box PCT 
DO/EO/US. 
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1. Response to "Notification to Comply With Requirements for Patent Applications Containmg 
Nucleotide Sequence and/or Amino Acid Sequence Disclosures and Amendment, 1 page; 

2. Sequence listing paper copy, 14 pages; 

3. Sequence listing computer-readable copy, 3.5 inch disk; 

4. Statement under 37 C.F.R. §L825(b); and 

5. Return postcard. 
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Applicant has submitted papers under 35 U.S. C. 371 to enter the national stage in the United States of 
America. The items indicated below, however, are missing. The period within which to correct the 
deficiency noted below and avoid abandonment is set forth in the accompanying Notification. 

The nucleotide and/or amino acid sequence disclosure contained in this application does not comply 
with the requirements for such a disclosure as set forth in 37 CFR 1 .821-1.825 for the following 
reason(s): 

[£] The application fails to comply with the requirements of 37 CFR 1.821-1.825. 
Q This application does not contain, a "Sequence Listing" as a separate part of the 

disclosure on paper copy or compact disc, as required by 37 CFR 1.821(c). 
Q A copy of the "Sequence Listing" in computer readable format has not been submitted as 

required by 37 CFR L 82 1(e). 
[x] A copy of the "Sequence Listing" in computer readable fonn has been submitted. The 

content of the computer readable form, however, does not comply with the requirements of 

37 CFR 1 .822 and/or 1 .832, as indicated on the attached marked-up copy of the "Raw 

Sequence Listing. " 

|~| The computer readable form that has been filed with this application has been found to be 
damaged and/or unreadable as indicated on the attached CRF Diskette Problem Report. A 
substimte computer readable form must be submitted as required by 37 CFR 1.825(d), 

Q The paper copy or compact disc of the "Sequence Listing" is not the same as the 
computer readable form of the "Sequence Listing" as required by 37 CFR 1.821(e). 

|— I Other: 



APPLICANT MUST PROVIDE: 

Q An initial or substitute computer readable form (CRF) of the "Sequence Listing," 

An initial or substitute paper copy or compact disc of the "Sequence Listing," as well as an 
amendment directing its entry into the specification. 
I — I A statement that the contents of the paperor compact disc and the computer readable form 
are the same and, where applicable, include no new matter, as required by 37 CFR 
1.821(e), 1.821(f), 1.821(g), 1.825(b) or 1.825(d). 

FOR QUESTIONS REGARDING COMPLIANCE WITH THESE REQUIREMENTS. PLEASE 
CALL: 

(703) 308-4216, for Rules interpretation, 
(703) 308-4212, for CRF submission help, 
(703) 287-0200, for PatentIn software help. 



Christine S. Washington 
Telephone: 703-305-3752 
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The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 

Application Serial Number: 



Source: 

Date Processed by STIC: 




THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212.^ 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216, 
PATENTIN 2.1 e-mail help: Datin21help@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3hetp@uspto.gov or phone 703-306-4119 (R- Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a state-of the-art Windows based software program 
employing a logical and intuitive user-interface to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for the original version of 37 CFR §§L821 - 1.825 effective October 1, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well as World Intellectual 
Property Organization (WIPO) Standard ST.25 . 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer errored sequence 
listings, thus saving time and money. 



Checker Version 3.0 can be down loaded from the USFTO website a t the following address: 

http://www.uspto,gov/web/offices/pac/checker 
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RAW SEQUENCE LISTING DATE: 06/18/2001 

PATENT APPLICATION: US/09/856,988 TIME: 16:53:05 

Input Set : A:\20264 291.app DoeS Not Complv 

output set: N:\cRF3\o6i82ooi\i856988.raw corrected Diskette Needed 

3 <110> APPLICANT: The Government of the United States of America as 

5 <120> TITLE OF INVENTION: A recombinant vector expressing multiple constimulatory 

6 molecules and uses thereof 

8 <130> FILE REFERENCE: 20264292PC t 

> 10 <140> CURRENT APPLICATION NUMBER: US/09/856,988 I 

> 11 <141> CURRENT FILING DATE: 2001-05-30 /(fu 

13 <150> *>RIOR APPLICATION NUMBER: 60/111,582 /I/ ^ 

14 <151> PRIOR FILING DATE: 1998-12-09 
16 <160> NUMBER OF SEQ ID NOS : 41 

18 <170> SOFTWARE: Patentin Ver, 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 9 

22 <212> TYPE: PRT 

23 <213> ORGANISM: Artificial Sequence 
25. ^220> FEAT tnTET: ^^Jtjj^JU >/T*^^'^ ^^Z2o"7 

27 <220> FEATURE: 

28 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

29 PEPTIDE 

31 <400> SEQUENCE: 1 

32 Lys Thr Trp Gly Gin Tyr Trp Glx Tyr 

33 1 5 

36 <210> SEQ ID NO: 2 

37 <211> LENGTH: 9 

38 <212> TYPE: PRT 

39 <213> ORGANISM: Artificial Sequence 
4 1 C22 0> FEx^TURE! 

4 3 <220> FEATURE: 

44 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

45 PEPTIDE 

47 <400> SEQUENCE: 2 

4 8 lie Thr Asp Gin Val Pro Pro Ser Val 

49 1 5 

52 <210> SEQ ID NO: 3 

53 <211> LENGTH: 9 

54 <212> TYPE: PRT 

55 <213> ORGANISM: Artificial Sequence 
57 C220:> FEATURE : 

59 <220> FEATURE: 

60 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

61 PEPTIDE 

63 <400> SEQUENCE: 3 

64 Tyr Leu Glu Pro Gly Pro Val Thr Ala 

65 1 5 

68 <210> SEQ ID NO: 4 

69 <211> LENGTH: 10 

70 <212> TYPE: PRT 

71 <213> ORGANISM: Artificial Sequence 



VC:\CRF3\Outhold\VsrI856988.htm 
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RAW SEQUENCE LISTING DATE: W/18/2001 

PATENT APPLICATION: US/09/856,988 TIME : ^16 : 53 : 05 

Input Set : A:\20264291.app 

Output Set: N:\CRF3\06182001\I856988.raw 

73. <270> FFATrTPK ■■ 

75 <220> FEATURE: 

76 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

77 PEPTIDE 

79 <400> SEQUENCE: 4 

80 Leu Leu Asp Gly Thr Ala Thr Leu Arg Leu 

81 1 5 10 

84 <210> SEQ ID NO: 5 

85 <211> LENGTH: 10 

86 <212> TYPE: PRT 

87 <213> ORGANISM: Artificial Sequence 
89 C220> FEATURE : 

91 <220> FEATURE: 

92 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

93 PEPTIDE 

95 <400> SEQUENCE: 5 

96 Val Leu Tyr Arg Tyr Gly Ser Phe Ser Val 

97 1 5 10 . 

100 <210> SEQ ID NO: 6 

101 <211> LENGTH: 9 

102 <212> TYPE: PRT 

103 <213> ORGANISM: Artificial Sequence 
1 0 5 - C220> FEATURE: 

107 <220> FEATURE: 

108 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

109 PEPTIDE 

111 <400> SEQUENCE: 6 

112 Ala Ala Gly lie Gly lie Leu Thr Val 

113 1 5 

116 <210> SEQ ID NO: 7 

117 <211> LENGTH: 9 

118 <212> TYPE: PRT 

119 <213> ORGANISM: Artificial Sequence 
12 1 <220y FEATURE. 

123 <220> FEATURE: 

124 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

125 PEPTIDE 
127 <400> SEQUENCE: 7 

12 8 lie Leu Thr Val lie Leu Gly Val Leu 
129 1 5 

132 <210> SEQ ID NO: 8 

133 <211> LENGTH: 9 

134 <212> TYPE: PRT 

135 <213> ORGANISM: Artificial Sequence 
137 <22Q> FEATURE: 

139 <220> FEATURE: 

140 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

141 PEPTIDE 
143 <400> SEQUENCE: 8 
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RAW SEQUENCE LISTING 
PATENT APPLICATION: US/09/856,988 



DATE: 06/18/2001 
TIME: *16:53:05 




Input Set : A:\20264291.app 

Output Set: N:\CRF3\06182001\I856988.raw 



144 Met Ser Leu Gin Arg Gin Phe Leu Arg 

145 1 5 



148 <210> SEQ ID NO: 9 

149 <211> LENGTH: 9 

150 <212> TYPE: PRT 

151 <213> ORGANISM: Artificial Sequence 
1 53 ^:220^ FEATURE. ^ 

155 <220> FEATURE: 

156 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

157 PEPTIDE 

159 <400> SEQUENCE: 9 

160 Met Leu Leu Ala Val Leu Tyr Cys Leu 

161 1 5 

164 <210> SEQ ID NO: 10 

165 <211> LENGTH: 9 

166 <212> TYPE: PRT 

167 <213> ORGANISM: Artificial Sequence 
16 9 <220> FEATURE : 

171 <220> FEATURE: 

172 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

173 PEPTIDE 

175 <400> SEQUENCE: 10 

176 Tyr Met Asn Gly Thr Met Ser Gin Val 

177 1 5 

180 <210> SEQ ID NO: 11 

181 <211> LENGTH; 9 

182 <212> TYPE: PRT 

183 <213> ORGANISM: Artificial Sequence 
185 C22 0> FEATURE! 

187 <220> FEATURE: 

188 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

189 PEPTIDE 

191 <400> SEQUENCE: 11 

192 Ser Glu lie Trp Arg Asp lie Asp Phe 

193 1 5 

196 <210> SEQ ID NO: 12 

197 <211> LENGTH: 9 

198 <212> TYPE: PRT 

199 <213> ORGANISM: Artificial Sequence 
201 <220> FEATURE : 

203 <220> FEATURE: 

204 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

205 PEPTIDE 

207 <400> SEQUENCE: 12 

208 Ala Phe Leu Pro Trp His Arg Leu Phe 

209 1.5 

212 <210> SEQ ID NO: 13 

213 <211> LENGTH: 15 

214 <212> TYPE: PRT 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/856,988 




DATE: 06/18/2001 
TIME: 16:53:05 




Input Set : A:\20264291.app 

Output Set: N:\CRF3\06182001\I856988.raw 



215 <213> ORGANISM: Artificial Sequence 

217 ^220> FF^ATURE: 

219 <220> FEATURE: 

220 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 



228 <210> SEQ ID NO: 14 

229 <211> LENGTH: 13 

230 <212> TYPE: PRT 

231 <213> ORGANISM: Artificial Sequence 
23 3 <220> FEATURE: — 

23 5 <220> FEATURE: 

236 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

237 PEPTIDE 

239 <400> SEQUENCE: 14 

24 0 Ser Tyr Leu Gin Asp Ser Asp Pro Asp Ser Phe Gin Asp 
241 1 5 10 

244 <210> SEQ ID NO: 15 

245 <211> LENGTH: 9 

246 <212> TYPE: PRT 

247 <213> ORGANISM: Artificial Sequence 
24 9 <220> FEATURE : 

251 <220> FEATURE: 

252 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

253 PEPTIDE 

255 <400> SEQUENCE: 15 

256 Glu Ala Asp Pro Thr Gly His Ser Tyr 

257 1 5 

260 <210> SEQ ID NO: 16 

261 <211> LENGTH: 9 

262 <212> TYPE: PRT 

263 <213> ORGANISM: Artificial Sequence 
265 <:220:> FEATURE. 

267 <220> FEATURE: 

268 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

269 PEPTIDE 

271 <400> SEQUENCE: 16 

272 Ser Ala Tyr Gly Glu Pro Arg Lys Leu 

273 1 5 

276 <210> SEQ ID NO: 17 

277 <211> LENGTH: 9 

278 <212> TYPE: PRT 

279 <213> ORGANISM: Artificial Sequence 
281 <220> FEATURE. 

283 <220> FEATURE: 

284 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

285 PEPTIDE 



221 
223 
224 
225 



PEPTIDE 
<400> SEQUENCE: 13 

Gin Asn lie Leu Leu Ser Asn Ala Pro Leu Gly Pro Gin Phe Pro 
1 5 10 15 
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RAW SEQUENCE LISTING 

PATENT APPLICATION: US/09/856,988 





DATE: 06/18/2001 
TIME: '16:53:05 



Input Set : A:\20264 291.app 

Output Set: N:\CRF3\06182001\I856988.raw 



287 <400> SEQUENCE: 17 

288 Glu Val Asp Pro lie Gly His Leu Tyr 

289 1 5 



292 <210> SEQ ID NO: 18 

293 <211> LENGTH: 9 

294 <212> TYPE: PRT 

295 <213> ORGANISM: Artificial Sequence 
29 7 'X220> FEATURE: 

299 <220> FEATURE: 

300 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

301 PEPTIDE 

303 <400> SEQUENCE: 18 

304 Phe Leu Trp Gly Pro Arg Ala Leu Val 

305 15. 

308 <210> SEQ ID NO: 19 

309 <211> LENGTH: 9 

310 <212> TYPE: PRT 

311 <213> ORGANISM: Artificial Sequence 
3l i <22Q> FEATURE. 

315 <220> FEATURE: 

316 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

317 PEPTIDE 

319 <400> SEQUENCE: 19 

320 Ala Ala Arg Ala Val Phe Leu Ala Leu 

321 1 5 

324 <210> SEQ ID NO: 20 

325 <211> LENGTH: 8 

326 <212> TYPE: PRT 

327 <213> ORGANISM: Artificial Sequence 
329 <220> FEATURE ; 

331 <220> FEATURE: 

332 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

333 PEPTIDE 

335 <400> SEQUENCE: 20 

336 Tyr Arg Pro Arg Pro Arg Arg Tyr 

337 1 5 

340 <210> SEQ ID NO: 21 

341 <211> LENGTH: 9 

342 <212> TYPE: PRT 

343 <213> ORGANISM: Artificial Sequence 

34 5 v.220> FEATURE: ' : — 

347 <220> FEATURE: 

348 <223> OTHER INFORMATION: Description of Artificial Sequence: SYNTHETIC 

349 PEPTIDE 

351 <400> SEQUENCE: 21 

352 Val Leu Pro Asp Val Phe lie Arg Cys 

353 1 5 

356 <210> SEQ ID NO: 22 

357 <211> LENGTH: 9 



The types of errors shown exist throughout the Sequence Listing. Please check 
subsequent sequences for similar errors. 
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<210> 41 
<211> 2297 
<212> DNA 

<213> Artificial Sequence 

<220> /) ^ 

<223> Description of Artificial Sequence: (^SNYTHETIC J /..^^y<lA^ 
C^PEPTI^E^ y ^ 

<220> 
<400> 41 

atgaccatga ttacgccaag cgcgcaatta accctcacta aagggaacaa aagctgggta 60 
ccgggceccc cctcgaggtc gacggtatcg ataagcttga tatcgaattt cgaggtcgac 120 
atgacaccgg gcacccagtc tcctttcttc ctgctgctgc tcctcacagt gcttacagct 180 
accacagccc ctaaacccgc aacagttgtt acgggttctg gtcatgcaag ctctacccca 24 0 
ggtggagaaa aggagacttc ggctacccag agaagttcag tgcccagctc tactgagaag 300 
aatgctgtga gtatgacaag cttgatatcg aattccggtg tccggggctc caccgccccc 360 
ccagcccacg gtgtcacctc ggccccggac accaggccgg ccccgggcag tactgcacca 420 
ccggcacatg gcgtaacatc agcacctgat acaagacctg cacctggatc caccgcgccg 480 
cctgcgcacg gagtgacgtc ggcgcccgac acgcgccccg ctcccgggtc aacagctcct 540 
cccgctcatg gggttacttc tgctccagat actcgcccag ctccaggttc gacggccccc 600 
cctgctcacg gtgtaacatc cgccccggat accagaccgg cccctggoag caccgcaccg 660 
cccgcccatg gagttacaag tgcacccgat acccggccgg cacccggaag taccgctcca 720 
cctgcacacg gggtcacaag cgcgccagac actcgacctg cgccagggtc gactgcccct 780 
ccggcgcatg gtgtgacctc agctcctgac acaaggccag ccccaggttc aacggcacct 840 
ccagcacacg gagtcacgtc tgcacccgac acccgtccag ctccgggtag tacagcgcca 900 
cccgcacatg gcgtcacgag cgctccggat acgagaccgg cgcctgctag cactctggtg 960 
cacaacggca cctctgccag ggctaccaca accccagcca gcaagagcac tccattctca 1020 
attcccagcc accactctga tactcctacc acccttgcca gccatagcac caagactgat 1080 
gccagtagca ctcaccatag cacggtacct cctctcacct cctccaatca cagcacttct 1140 
ccccagttgt ctactggggt ctctttcttt ttcctgtctt ttcacatttc aaacctccag 12 00 
tttaattcct ctctggaaga tcccagcacc gactactacc aagagctgca gagagacatt 1260 
tctgaaatgt ttttgcagat ttataaacaa gggggttttc tgggcctctc . caatattaag 1320 
ttcaggccag gatctgtggt ggtacaattg actctggcct tccgagaagg taccatcaat 1380 
gtccacgacg tggagacaca gttcaatcag tataaaacgg aagcagcctc tcgatataac 1440 
ctgacgatcc cagacgtcag cgtgagtgat gtgccatttc ctttctctgc ccagtctggg 1500 
gctggggtgc caggctgggg catcgcgctg ctggtgctgg tctgtgttct ggttgcgctg 1560 
gccattgtct atctcattgc cttggctgtc tgtcagtgcc gccgaaagaa ctacgggcag 1620 
ctggacatct ttccagcccg ggatacctac catcctatga gcgagtaccc cacctaccac 1680 
acccatgggc gctatgtgcc ccctagcagt accgatcgta gcccctatga gaaggtttct 1740 
gcaggtaatg gtggcagcag cctctcttac acaaacccag cagtggcagc cacttctgcc 1800 
aacttgtagg ggcacgtcgc ccgctgagct gagtggccag ccagtgccat tccactccac 18 60 
tcaggttctt cagggccaga cccctgcacc ctgtttgggc tggtgagctg ggagttcagg 1920 
tgggctgctc acagcctcct tcagaggccc caccaatttc tcggacactt ctcagtgtgt 1980 
ggaagctcat gtgggcccct gagggctcat gcctgggaag tgttgtggtg ggggctccca 2040 
agaggactgg cccagagagc cctgagatag cggggatcca ctagttctag agcggcgcca 2100 
ccgcggtgga gctccaattc gcctaatagt gagtcgtatt acgcgcgctc actggccgtc 2160 
gttttacaac gtcgtgactg ggaaaacctg gcgttaccaa cttaatcgct tgcaacacat 2220 
cccctttcgc agctggcgta atacgaagag gccgcacgat cgcccttcca acagttgcgc 2280 
acctgaatgg caatgga 2297 



DATE: 06/18/2001 
TIME:' 16: 53 :06 

Input Set : A: \2026429I • app 

Output Set: N:\CRF3\06I82001\I856988.raw 

'.0 M:270 C: Current Application Number differs, Replaced Current Application Number 
'.1 M:271 C: Current Filing Date differs, Replaced Current Filing Date 




VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/856,988 
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